1 Supplementary Information Figure S1 . Performance on each trial type for the longer version of the task, published in Chowdhury et al., 2013 and Guitart-Masip et al. (2012) . a. Correct responses on each trial type. All participants are presented as individual datapoints in grey. The 95% confidence interval around the mean on each condition is presented in blue. 1c. Model parameters of the winning model were used to generate simulated choice data (in coloured lines), overlayed on participants' actual performance on each trial. Mean probabilities of performing a "go" on the group level is plotted in black. In the plot area, each row represents one participant's choice behaviour. 60 pixels, one per trial, make up each row. A white pixel reflects that a participant chose "go" on that trial, a grey pixel represents "no-go". Table S1 . Model comparison for the six models that were used to account for the behavioural data taken from Chowdhury et al. (2013) . ε: learning rate, ρwin: weighting of reward on win trials, ρlose: weighting of punishments on lose trials, b: go bias, π: Pavlovian bias, ξ: irreducible noise. iBIC: integrated Bayesian Information Criterion Figure S2 . Examples of some of the selected regions of interest (ROIs), drawn on the T1-weighted image of a typical participant (top row). The title above each column refers to the specific ROI contoured in green in the images below. The bottom row shows the same ROI in the participant's PET image. For demonstration purposes, the ROI is overlaid on a PET image where the binding potential is calculated in each voxel. In the analysis presented in this paper, binding potentials for a ROI were calculated using the combined signal from all voxels within that ROI. BA=Brodmann's Area; OFC=orbitofrontal cortex, IPL=inferior parietal lobule. Figure S3 . Average time activity curves (TACs) for each ROI considered for individual correlations, as well as in our principal component analysis (left hand side of each region). BPND values were calculated using the Logan method. Only data points between the two vertical lines in the plot were considered for Logan plot graphical analysis. D1 BPND for each region plotted separately for young and old participants (right hand side of each region). Table S5 . The correlations between dorsal striatal DA D1 receptor availability and measures of behavioural bias for the participants in the young and old group, separately.
